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table S1. the harmonic means and Bayes factors for the reconstruction of the ancestral conditions at the nodes of the phylogeny of 
Heligmosomoidea. Female reproductive systems (didelphic or monodelphic) and synlophes (dorsal-ventral disposition of ridges or 
ventral ridges-only) were treated as discrete characters for this reconstruction. reconstruction was made on trees resulting from the 
Bayesian inference of the posterior probabilities for the nuclear and mitochondrial datasets each consisting of 30 000 trees. Harmonic 
means result from the reconstruction of each individual state of character on all available trees. Bold numbers indicate the character 
that is strongly supported (Bayes factors >2 units).
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Heligmosomoidea -5.34 -8.02 5.36 -8.93 -9.08 0.30 -4.63 -6.7 4.14 -6.61 -6.11 1.00
Viannaia, 
Travassostrongylus, 
Austrostrongylus

-5.32 -8.23 5.82 - - - -4.69 -6.74 4.10 - - -

Travassostrongylus, 
Austrostrongylus 
(clade A)

-5.53 -9.55 8.04 - - - -5.02 -8.22 6.40 - - -

Viannaia (clade B) -10.1 -5.7 8.8 -10.14 -8.78 2.72 -10.51 -5.29 10.44 -8.50 -5.99 5.02
Heligmonellidae, 
Heligmosomoides, 
Vexillata (clade c)

-6.48 -6.11 0.74 - - - -5.16 -8.27 6.22 - -

clade A and clade c - - - -9.05 -8.96 0.18 - - - -6.22 -8.23 4.02

table S2. the harmonic means and Bayes factors for the reconstruction of the ancestral conditions at the nodes of the phylogeny of 
Heligmosomoidea. the female reproductive systems and the configuration of the synlophe ridges were treated as discrete characters 
for this reconstruction. reconstruction was made on trees resulting from the calculation of the species tree. Harmonic means result 
from the reconstruction of each individual state of character on all available trees. Bold numbers indicate the character that is strongly 
supported (Bayes factors >2 units).
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Heligmosomoidea (Ancestor) -9.12 -8.55 1.15 -8.49 -8.37 0.25
Travassostrongylus -8.67 -10.99 4.64 -7.68 -10.17 4.97
Viannaia, Travassostrongylus, Austrostrongylus -9.41 -8.52 1.78 -7.58 -8.35 1.54
Viannaia, Travassostrongylus, 
Austrostrongylus, Heligmosomoides -9.04 -8.62 0.84 -7.59 -8.43 1.68

Travassostrongylus, Austrostrongylus (clade A) -8.76 -9.03 0.52 -7.87 -9.37 3.01
Viannaia (clade B) -10.46 -8.65 3.61 -9.04 -7.84 2.40
Heligmonellidae, Vexillata (clade c) -10.20 -8.57 3.27 -7.58 -8.42 1.68


