#NEXUS

[ALIGNMENT OF SSU rRNA GENE (18S) BY SECONDARY STRUCTURE across ACANTHOCEPHALA: 27 taxa of nearly complete rRNA, January 2014]  

[File created by AEM to support the paper: Genetic and morphological evidence for the existence of a new family of Echinorhynchida (Acanthocephala), by Braicovich et al. Submitted to Folia Parasitologica.]

[Adriana E. Marvaldi, CONICET, marvaldi@mendoza-conicet.gob.ar]  

[EXPORT TO TEXT FILE to analyse the nexus data file below]

Begin data; 

      Dimensions ntax=27 nchar=1707; 

      Format data=dna missing=? gap=- interleave symbols = "A G C T"; 

MATRIX

[18S Block 1]                                                                                                                                                      

[                                            H9       H17    H9'      H27           H39         H47            H61                      H61'           H113      ] 

[mask                                    .. ((((( ... ((( . ))))) . (((.((((((( . (((((((( (.....(((.((( .. ((...(((....((( ....... )))...))))) ...... ((( ......]

OG.Cory                                  ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGAGTACT AGCGATG GTGAAAACCGC GAATGG CTC ATTATA 
OG.Id                                    ?? ????? ??? ??? ? ????? ? ??????????? ? ???????AGATTAAGCC[C]ATGCATGCGTAAGTGAGTACT AGCGATG GTGAAAACAGC GAATGG CTC ATTATA 
OG.Sh                                    ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGAATACT AGCAACG GTGAAAACCGC GAATGG CTC ATTATA 
Ss                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGAATACA AGCTACT GTGAAAACCGC GAATGG CTT ATTATA 

Rp                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Rl                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Dt                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTTCATACT TTTGATG GTG-AAACCGC GAATGG CTC ATTACA 

Para                                     AC CTGGT TGA TCC T GCCAG T AACTATACGCT C GTCTCAAA GACTAAGCCATGC AT GTGCAAGTGCGTGTC AGCATTG ACGTAGACCGC GAACGG CTC TGTAAA 

Eg                                       ?? ????? ??? ??? ? ????? ? ??TTATACGCT T GTCTCAAA GATTAAGCCATGC AT GTGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Pseudo                                   ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTTCAGACT TTTAACG GTG-AAACCGC GAATGG CTC ATTACA 

Pt                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????? ????????????? ?? ??????????????? ??????? ??G-AAACCGC GAATGG CTC ATTACA 

Pl                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????? ????????????? ?? ??????????????? ??????? ??G-AAACCGC GAATGG CTC ATTACA 

Illi                                     ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTTCATACT TTTGATG GTG-AAACCGC GAATGG CTC ATTACA 

Km                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????? ????????????? ?? ??????????????? ??????? ?????????GC GAATGG CTC ATTACA 

Et                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GTGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Gb                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGAATACA AGCTACT GTGAAAACCGC GAATGG CTT ATTATA 
Ta                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????? ????????????? ?? ??????????????? ??CAATG ACGTAGACCGC GAACGG CTC TGTATA 

Al                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Ad                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Ap                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Rsp                                      ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGCAAGTACTTGTC AGCAATG ACGTAGACCGC GAACGG CTC TGTAAA 

Fb                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GTGTAAGTGCATACC AGATATG GTGAAAACCGC TAATGG CTC ATTACA 

Kp                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTTCATACT TTTAACG GT--AAACCGC GAATGG CTC ATTACA 

Pb                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTACATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Lt                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTTCATACT TTTAACG GTG-AAACCGC GAATGG CTC ATTACA 

Fr                                       ?? ????? ??? ??? ? ????? ? ??????????? ? ???????A GATTAAGCCATGC AT GCGTAAGTGCATACC AGATATG GTGAAAACCGC GAATGG CTC ATTACA 

Bra                                      ?? ????? ??? ??? ? ????? ? ??????????? ? ???????? ????AAG-CATGC AT GTGCAAGTACTTGTC AGCAATG ACATAGACCGC GAACGG CTC TGTTTA 

[18S Block 2]

[                                               H122              RAA             H144                  H144'           RAA       H184a     RAA      H184a'       ] 

[mask                                     ((((((((..((....((((               ((((....((((((( ..... ))))))).....))))            ((((((((   ......   )))))))) ....] 

OG.Cory                                   TCAGTCGTAGTTTATGGGGC [GATACGTCT--] TCTGGACAACTGTGG AAAAT CTAGAGCTAATACATG [CACTAAT-] GTCCTGAC   TTCG--   GAAAGGAC GCAT 
OG.Id                                     TCAGTCGGAGTTTATGGGAC [GATACGCTT--] TCTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CATTAAT-] GTCCTGAC   TTCG--   GTATGGAC GCAT 
OG.Sh                                     TCAGTCGTAGTTTATGGGGC [GATATGTTT--] ATTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CAACAAT-] GTCCTGAC   TTCG--   GGAAGGAC GCAT 
Ss                                        TCAGTTGTAGTTTATTGAGC [AAAACGTTT--] ACAGGACAACTGTGG AAAAC CTAGAGCTAATACATG [CGTAAA--] GTCCTGAC   GTTC--   GCAAGGAT GCAT 
Rp                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAAAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 
Rl                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GGTGGATAACTGTGG AAAAT CTGGAGCTAATACATG [CACAAAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Dt                                        TCAGTTGTGGTTCAATAGAT [GATAAGATTGA] TTTGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCATGAA] GTCCCGAC   TCGC--   GAAGGGAT GCAT 

Para                                      ACAGTCGTGATTTATGAGGA [CGCATGAAA--] CTTGGATAACTGTGG AAAAC CTAGAGCTAATACATG [TACAAAT-] GTCCTGCC   TTTATC   GAAGGGAC GCAT 

Eg                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GGTGGACAACTGTGG AAAAT CTAGAGCTAATACATG [CACACAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Pseudo                                    TCAGTTGTGGTTTAATTGAT [CATATGACAGA] AATGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCGTGAA] GTCCCGAC   TGAT--   GAAGGGAT GCAT 

Pt                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAAAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Pl                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAAAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Illi                                      TCAGTTGTGGTTCAATGGAT [GATAAGATTGA] TTTGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCATGAA] GTCCCGAC   TCAT--   GAAGGGAT GCAT 
Km                                        TCAGTTGTGGTTCAATTGAT [CATAAGATTGA] AATGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCATGAA] GTCCCGAC   TTAT--   GAAGGGAT GCAT 

Et                                        TCAGTCGTAGTTTATGGGAC [AATATGACAGA] GGTGGACAACTGTGG AAAAT CTAGAGCTAATACATG [CACACAA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Gb                                        TCAGTTGTAGTTTATTAGAG [CAAAACGTTT-] ACAGGACAACTGTGG AAAAC CTAGAGCTAATACATG [CGTAAA--] GTCCTGAC   GTTC--   GCAAGGAC GCAT 

Ta                                        ACAGTCGTGATTTATGAGGA [CGCATGACA--] CTTGGATAACTGTGG AAAAC CTAGAGCTAATACATG [TATCAAT-] GTCCTGCC   TTTACA   GAAGGGAC GCAT 

Al                                        TCAGTCGTAGTTTATAAGAC [GATATGACA--] AGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAATA-] GTCCTGAC   GCAA--   GAAAGGAT GCAT 
Ad                                        TCAGTCGTAGTTTATAAGAC [GATATGACA--] AGTGGATAACTGTGG AAA-T CTAGAGCTAATACATG [CACAATA-] GTCCTGAC   GCAA--   GGAAGGAC GCAT 

Ap                                        TCAGTCGTAGTTTGTGGGAC [AATACGACA--] AGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAATA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Rsp                                       ACAGTCGTGATTTATGAGGA [CGCATGACA--] GTTGGATAACTGTGG AAAAC CTAGAGCTAATACATG [TAATAAT-] GTCCTGCC   TTTATC   GAAGGGAC GCAT 

Fb                                        TCAGTCGTAGTTTATAAGAC [GATATGACAAG] GTGGGGATAACGTGG AAAAT CTAGGGCTA-T-CATG [CACAATA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Kp                                        TCAGTTGTGGTTCAATTGAT [CATAAGATTGA] AATGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCATGAA] GTCCCGAC   TTTAT-   GAAGGGAT GCAT 

Pb                                        TCAGTCGTAGTTTATGGGAC [AATATGACA--] GATGGATAACCGTGG AAAAC CTAGAGCTAATACATG [GACATGAA] GTCCCGAC   TTAC--   GAAGGGAT GCAT 

Lt                                        TCAGTTGTGGTTTAATGGAT [CATAAGAATAA] AATGGATAACTGTGG AAAAC CTAGAGCTAATACATG [-GCATGAA] GTCCCGAC   TTAC--   GAAGGGAT GCAT 

Fr                                        TCAGTCGTAGTTTATAAGAC [GATATGACA--] AGTGGATAACTGTGG AAAAT CTAGAGCTAATACATG [CACAATA-] GTCCTGAC   GCAA--   GAAAGGAC GCAT 

Bra                                       ACATTCATGATTTATGAGGA [CACATGACA--] GCTGGATAACTGTGG AAAAC ATAGAGCTAATACATG [TAAAACT-] GTCCTGCC   TTTATC   AAAGGGAC GCAT 

[18S Block 3]    

[                                         H184b1       HV2-V4   H184b2             RAA            H184b2'    RAA                H184b1'              H198            H198'  ]  

[mask                                     ((((( ..... ((((((((( ((((((                            ))))))            ............ ))))) ........... ((((.(((( ....... ))))))))] 

OG.Cory                                   TTATC AGATC AAAGCCAAC GTTTCC    [----] [-TCG] [----]    GGAAAC [---AAGTA] ATGATGACTCTG GGTAG ATTTT--CCGA TTGCACTGC CTT-CGA GCAGGCGA 

OG.Id                                     CTATC AGATC AAAGCCAAT GCTTCC    [----] [-TTC] [----]    GGTTGC [---GCGGA] TTGACGACTCTG GGTAG GTTTT--CCGA TCGCATTGT CTT-TGT GCAGGCGA 

OG.Sh                                     TTATC AGTTC AAAGCCAAT GCTTTC    [CAC-] [-TCT] [-GTG]    GAAAGC [---TAGCG] ATGATGACTCTG GGTAG ATTTT--CTGA TTGCACTGC CTT-CGC GCAGGCGA 

Ss                                        TTATC AGATC AAAGCCAAC GTTTCC    [----] [-TTC] [----]    GGGATC [--CAAAGC] GTGATGACTCTG GGTAG ACTTT--CTGA TTGCACTGG CTT-CGA CCAGGCGA 

Rp                                        TTATC AGATC AAAGCCAAC GTTTTC    [----] [GTAA] [----]    GAAAAC [--AAAACT] GTGACGACTCTG GGTAA ATTTT--CGGA TTGCCCCGC C-T-AGA GCGGGCGA 

Rl                                        TTATC AGATC AAAGCCAAC GTTTTC    [----] [GTAA] [----]    GAAAAC [--AAAACT] GTGACGACTCTG GGTAA ATTTT--CGGA TTGCCCCGC C-T-AGA GCGGGCGA 

Dt                                        TTATT AGATC AAAACCAAC TGTGCC    [----] [GAAG] [----]    GGTATC [--ATTGGT] GTGCTTACTCTG GATAA ATTTT-GCAGA TCGCATTGC T-T-AAT GCAAGTGA 

Para                                      TCATC AAACT GAAGCCAAC CTCGCC    [----] [-TTT] [----]    GGTGAG [----AACT] GAAATGACTCTG GGTGA ACTAT---CGA TTGTACGGC TCTTTGA GCTGACGA 

Eg                                        TTATC AGATC AAAGCCAAC GTTCTC    [----] [GCAA] [----]    GGGAGC [--AAAATT] ATGATGACTCTG GGTAA ATTTT--CGGA TTGCACTGC CTT-CGA GCAGGCGA 

Pseudo                                    TTATT AGGTC AAAACCAGC TGTTCC    [----] [GCAA] [----]    GGAATA [---TCTGT] GTGCTTACTCTG GGTAA ATTTT-GCGGA TTGCATTGC T-T-TAT GCAAGTGA 

Pt                                        TTATC AGATC AAAGCCAAC GTTTTC    [----] [GCAA] [----]    GAAAAC [--AAAACT] GTGACGACTCTG GGTAA ATTTT--CGGA TTGCCCCGC C-T-AGA GCGGGCGA 

Pl                                        TTATC AGATC AAAGCCAAC GTTTTC    [----] [GCAA] [----]    GAAAAC [--AAAATT] GTGACGACTCTG GGTAA ATTTT--CGGA TTGCCCCGC C-T-AGA GCGGGCGA 

Illi                                      TTATT AGATC AAAACCAGC G-TGCC    [----] [GAAG] [----]    GGTATC [--ATTGGT] GTGCTTACTCTG GGTAA ATTTT-GCAGA TCGCATTGC T-T-AAT GCAAGTGA 
Km                                        TTATT AGATC AAAACCAAC GGTCCC    [----] [GCAA] [----]    GGGATC [--TCAGGT] GTGCTTACTCTG GGTAA ATTTT-GCAGA TTGCATTGC T-T-TAT GCAAGTGA 

Et                                        TTATC AGATC AAAGCCAAC GTTCTC    [----] [GCAA] [----]    GGGAGC [--AAAATT] ATGATGACTCTG GGTAA ATTTT--CGGA TTGCACTGC CTT-CGA GCAGGCGA 

Gb                                        TTATC AGATC AAAGCCAAC GTTTCC    [----] [-TTC] [----]    GGGATT [--CAAAGC] GTGATGACTCTG GGTAG ACTTT--CTGA TTGCACTGG CTT-CGA CCAGGCGA 

Ta                                        TCATC AAACT AAAGCCAAC CCCATC    [----] [-AAT] [----]    GATGGG [--T--ACT] GAAATGACTCTG GGTGA ACTGT---CGA TCGTACTGC TCTTTGA GCTGACGA 

Al                                        TTATC AGATC AAAGCCAAT GTTTTC    [----] [GTAA] [----]    GAATTC [--TAAACT] GTGATGACTCTG GGTAA ATTAT--CGGA TTGATCTGC TCT-TAA GCAGGCGA 
Ad                                        TTATC AGATC AAAGCCAAT GTTTTC    [----] [GCAA] [----]    GAATTC [--TAAACT] GTGATGACTCTG GGTAA ATTAT--CGGA TTGATCTGC TCT-TAA GCAGGCGA 
Ap                                        TTATC AGATC AAAGCCAAT GATTTC    [----] [GCAA] [----]    GAAATC [--AAAACT] GTGATGACTCTG GGTAA ATTAT--CAGA TTGATCTGC TTT-AAA GCAGGCGA 
Rsp                                       TCATC AAATT AAAGCCATC CTCGCT    [----] [-TC-] [----]    GGTGAG [----AAAC] GAGATGAATCTG GGTGA ATTAT---CGA TTGTACGGC TCTGAGA GCTGACGA 
Fb                                        TTATC AGATC AAAGCCAAT GTGTTC    [----] [GCAA] [----]    GAACTC [--TAAACC] GTGATGACTCTG GGTAA ATTTT--CGGA TTGATCTGC TTC-TAT GCAGGCGA 
Kp                                        TTATT AGATC AAAACCAAC GGTTCC    [----] [GCAA] [----]    GGGATC [--TAAGGT] GTGCTTACTCTG GGTAA ATTTT-GCAGATTGCATT[T]GCT-T-TAT GCAAGTNA 
Pb                                        TTATC AGGTC AAAACCAAC TGTTCC    [----] [GCAA] [----]    GGAATT [--ACTGGT] GTGCTTACTCTG GGTAA ATTTT-GCAGA TTGCACATT CTT-AAT GCAAGTGA 
Lt                                        TTATT AGGTC AAAACCAAC TGTTCC    [----] [GCAA] [----]    GGAATT [--ACTGGT] GTGCTTACTCTG GGTAA ATTTT-GCAGA TTGCATTGC T-T-AAT GCAAGTGA 
Fr                                        TTATC AGATC AAAGCCAAT GTTTTC    [----] [GAAA] [----]    GAATTC [--TAAACT] GTGATGACTCTG GGTAA ATTAT--CGGA TTGATCTGC TTT-TAA GCAGATGA 
Bra                                       TCTTC AAATA AAAGCCATC CTCGCT    [----] [-TC-] [----]    GGCGAG [----AAAC] GAGATGAATCTG GGTGA ATCAT---CGA TTGTACGGC TCTGAGA GCTGACGA 
[18S Block 4]

[                                                 H122'              H240                              H240'                H289           H289'   H113'   H316  ]

[mask                                     ... ))))...)))))))))) (((.......(((.(((((((( ......... )))))))))))......))) ... (((.(((( .... ))))....))) ))) . (((((( ]

OG.Cory                                   CAG TAACTGCAAGTGTCTGA CCTATCAACTTTTGTTGGTAGT TAAT-T-TT ACTACCCTGGTTGCAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC  

OG.Id                                     CAG TAACTGCAAGTGTCTGA CCTATCAACTTTTGCTGGTAGT TGAT-A-TT ACTACCATGGTCGCAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

OG.Sh                                     CAG CAACTGCAAGTGTCTGA CCTATCAACTTTTGTTGGTAGT TAAT-T-TT ACTACCCTGGTTGCAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Ss                                        CGG CGACTCCAAACATCTGA CCTATCAACTTTTGATGGTAGT TGAT-T-TT ACTACCCTGGTTGCCACGGG TAA CGGGGAAT CGGG GTTCGATTCCG GAG A GAGAGC 

Rp                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Rl                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGATTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Dt                                        CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT CGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCCG GAG A GAGAGC 

Para                                      CAA TAATTGTAAGCGTCTGA CCTATCAACTTTTGATGGTAGT ATAT-C-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Eg                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Pseudo                                    CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT TGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCTG GAG A GAGAGC 

Pt                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Pl                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAT-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Illi                                      CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT CGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCCG GAG A GAGAGC 
Km                                        CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT TGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCCG GAG A GAGAGC 
Et                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Gb                                        CGG CGACTCCAAACATCTGA CCTATCAACTTTTGATGGTAGT TGAT-T-TT ACTACCCTGGTTGCCACGGG TAA CGGGGAAT CGGG GTTCGATTCCG GAG A GAGAGC 

Ta                                        CAA TAATTGTAAGCGTCTGA CCTATCAACTTTTGATGGTAGT ATAT-C-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Al                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGTTGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Ad                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGTTGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Ap                                        CGT TGATTGCAAGTGTCTGA CCTATCAAC-TTTGTTGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCAG GAG A GAGAGC 
Rsp                                       CTA TAATTGTAAGCGTCTGA CCTATCAACTTTTGATGGTGGT ATAT-C-TT ACTGCCATGGTTATAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Fb                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAT-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 
Kp                                        CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT TGATGAGTG ACTACCATGGGCGTAACGGG -AA CGGGGCAG CAAG GGTT-A-TCCG GAG A GAGAGC 
Pb                                        CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT TGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCCG GAG A GAGAGC 
Lt                                        CGT ATCTTTCAAGTGTCTGC CCTATCAACCTTCGTTGGTAGT TGAT-A-TG ACTACCATGGTCGTAACGGG TAA CGGGGAAT AAGG GTTCTATTCCG GAG A GAGAGC 

Fr                                        CGT TGATTGCAAGTGTCTGA CCTATCAACTTTTGATGGCAGT CGAC-A-TT ACTGCCATGGTTGTAACGGG TAA CGGGGAAT CAGG GTTCGATTCCG GAG A GAGAGC 

Bra                                       CTA GAATTGTAAACGTCTGA CCTATCAACTTTTGATGGTGGT ATAT-C-TT ACTGCCATTGTTGTAACGGG TAA CGGGGAAT CAGG GTTCTATTCCT GAG A GAGAGC 

[18S Block 5]

[                                                     H316'   H339          H339'      H47'              H367             H367'        H39'           H406                H406'             ] 

[mask                                     .......... )))))) . (((( ........ )))) ((( ((((((.( ..... (.(((...((((( ... ))))).)))) . )).)))))) .... ((((((((((((( .... )))).))))).))) ...... ]

OG.Cory                                   ATGAGAAACG GCTGTC A CATC ----C-AG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAG CGATGCCGCGATT TTTT GATC-CGGCAGTTG AAATGA 

OG.Id                                     ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAG CGATGCCGCGATC TTTT GATC-CGGCAGTTG AAATGA 

OG.Sh                                     ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAG CGATGCCGCGATC GTTT GATC-CGGCAGTTG AAATGA 

Ss                                        ATGAGAAATG GCTGTC A CACC ----CAAG GGTG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAT CGATGCCGCGAT- ATTT TATC-CGGCAGTTG AAATGA 

Rp                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA GTAG CGATGCCGCAATC TTTT GATT-CGGCAATTG AAATGA 

Rl                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA GTAG CAATGCCGCAATC TTTT GATT-CGGCAATTG AAATGA 

Dt                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC GTTA GATC-CGGTAATTG GAATGG 

Para                                      CTGAGAAACG GCTGTC A CATC ----TAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATGA CAGTGCCGTAATC AGAA GATT-CGGCTACTG AATTGA 

Eg                                        ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAG CGATGCCGCGATC ATTT GATT-CGGCAGTTG AAATGA 

Pseudo                                    ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGGTC AATA GACC-CGGTAATTG GAATGG 

Pt                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA GTAG CGATGCCGCAATC TTTT GATT-CGGCAATTG AAATGA 

Pl                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA GTAG CGATGCCGCAATC TTTT GATT-CGGCAATTG AAATGA 

Illi                                      ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC GTTA GATC-CGGTAATTG GAATGG 

Km                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC ATTT GGTC-CGGTAATTG GAATGA 

Et                                        ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAG CGATGCCGCGATC ATTT GATT-CGGCAGTTG AAATGA 

Gb                                        ATGAGAAATG GCTGTC A CATC ----CAAG GGTG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATAT CGATGCCGCGATT TTTG ATCC-CGGCAGTTG AAATGA 
Ta                                        CTGAGAAACG GCTGTC A CATC ----TAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATGA CAGTGCCTCAATC AGTT GATT-GGGCTACTG AATTGA 

Al                                        ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCT GAT CGGGGAGGTA G TGACGAGAA ATAT CAGTACCGG---C TTTT TGTT-TGGTAATTG AAATGA 

Ad                                        ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCT GAT CGGGGAGGTA G TGACGAGAA ATAT CAGTACCGG---C TTTT TGTT-TGGTAATTG AAATGA 
Ap                                        ATGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCT GAT CGGGGAGGTA G TGACGAGAA ATAT CAATACCGG---C TTCA TGTT-TGGTAATTG AAATGA 

Rsp                                       CTGAGAAACG GCTGTC A CATC ----TAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATGA CAGTGCCGTAATC AGAT GATT-CGGCTACTG AATTGA 
Fb                                        ATGAGAAATG GCTGTC A CATC CAATTAAG GCAG GCA GCAGGCGC GCAAA TTACCCAATCCCT GAT CGGGGAGGTA G TGACGAGAA ATAT CAGTACCGG---C TTCT TGTT-TGGTAATTG AAATGA 

Kp                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCAGCAGGCGCGCAAA[C]TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC ATTT GGTC-CGGTAATTG GAATGA 
Pb                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC ATTA GATC-CGGTAATTG GAATGG 

Lt                                        ATGAGAAACG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCTA GAT CTGGGAGGTA G TGACGAAAA ATAA CAATGCCAGGATC ATTA GATC-CGGTAATTG GAATGG 

Fr                                        ACGAGAAATG GCTGTC A CATC ----CAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCT GAT CGGGGAGGTA G TGACGAGAA ATAT CAGTACCG-GCTT CTT- G-TT-TGGTAATTG AAATGA 

Bra                                       CTGAGAAACG GCTGTC A CATC ----TAAG GAAG GCA GCAGGCGC GCAAA TTACCCAATCCCC GAT CGGGGAGGTA G TGACGAGAA ATGA CAGTGCCGTAATC AGAT GATT-CGGCTACTG AATTGA 

[18S Block 6]

[                                               H441           H441'             H500   H505      H511a    H511b    H505' H511b'         H511a'  H500'      H27'                H567 H570   H575 ]
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OG.Cory                                       GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTC  AAAGTTGCTG CGG   TT AAA A C 

OG.Id                                         GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTC  AAAGTTGCTG CGG   TT AAA A C 

OG.Sh                                         GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTC  AAAGTTGCTG CGG   TT AAA A C 

Ss                                            GGACAAT GAAGGGA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Rp                                            GAACAAT GAAAGAA TCTTGTC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GTC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Rl                                            GAACAAT GAAAGAA TTTTGTC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Dt                                            GAACAAT TAAATTC CTTTATC GAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Para                                          GGACGAT GAAAGAA TGTTATC GAATATCTA TTGGAG  GGC AAG-T CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTCTGTT  AATGTTGCTG CGC   TT GAA A C 
Eg                                            GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Pseudo                                        GAACAAT CAAATTC CTTTATC GAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Pt                                            GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Pl                                            GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Illi                                          GAACAAT CAAATTC CTTTATC GAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Km                                            GAACAAT CAAATTC CTTTATC AAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Et                                            GAACAAT GAAAGAA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Gb                                            GGACAAT GAAGGGA TTTTATC GAGAATCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Ta                                            GAACGAT GAAAGAA TGTTATC GAATATCTA TTGGAG  GGC AAG-T CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTCTGTT  AATGTTGCTG CGC   TT GAA A C 
Al                                            GAACAAT GAAAGAA TTTTATC GAGTATCTA TTGGAG  GGC AAGCT CTGG TGCCA GC  A  GCC    GC    GGTAACA CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Ad                                            GAACAAT GAAAGAA TTTTATC GAGTATCTA TTGGAG  GGC AAGCT CTGG TGCCA GC  A  GCC    GC    GGTAATA CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Ap                                            GAACAAT GAAAGAA TTTTATC GAGTACCTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Rsp                                           GAACGAT GAAAGAA TGTTATC GAATATCTA TTGGAG  GGC AAG-T CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTCTGTT  AATGTTGCTG CGC   TT GAA A C 
Fb                                            GAACAAT GAAAGAA TTTTATC GAGTATCTA TTGGAG  GGC AAGCT CTGG TGCCA GC  A  GCC    GC    GGTAATA CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 
Kp                                            GAACAAT CAAATTC CTTTATC AAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Pb                                            GAACAAT CAAATTC CTTTATC GAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 
Lt                                            GAACAAT CAAATTC CTTTATC GAGGAACTA TTGGAG  GGC AAGTT CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA T AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A A 

Fr                                            GAACAAT GAAAGAA TTTTATC GAGTATCTG TTGGAG  GGC AAGCT CTGG TGCCA GC  A  GCC    GC    GGTAATA CCAG   CTCGAA A AGCGTATGTT  AAAGTTGCTG CGG   TT AAA A C 

Bra                                           GAACGAT GAAAGAA TGTTATC GATCATCTA TTGGAG  GGC AAGC- CTGG TGCCA GC  A  GCC    GC    GGTAATT CCAG   CTCGAA G AGCGTCTGTT  AATGTTGCTG CGG   TT GAA A C 

[18S Block 7]

[                                           H577              E23-1      E23-2a   E23-2b       E23-2b'    E23-2a'     E23-1'          ] 
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OG.Cory                                   GCTCGTCGTT GGACATC AGGAAACGT - GCCGTGG A CAAC -CGAGT- GTTG CTA CTGCGGT C ATGTT-CCT  [AAAATTA] 

OG.Id                                     GCTCGTCGTT GGACATC AGGAAGCGT - GTCGTGG A CAAC -TTAGC- GTTG ATA CCACGTT C ATGTT-CCT  [AAAA-TA] 

OG.Sh                                     GCTCGTCGTT GGACATC AGTGGGCGT - GTCGCGG A CAAC -CGAGT- GTTG CTA CCGCGTC C ACGCC-CCT  [AATAATA] 

Ss                                        GCTCGTCGTT GGACATC AGGAAATGG - GCCGTAG A CAAC -CAAGT- GTTG GTA CTACGGT T TCGTT-CCT  [AATTAAA] 

Rp                                        GCTCGTCGTT GGACATC AGGAAATGG - TCCGTGG A CGGC -CTAGA- GTCG CTA CCACGGA T TCACT-CCT  [TTTTA--] 

Rl                                        GCTCGTCGTT GGACATC AGGAAATGG - TCCGTGG A CGGC -CAAGA- GTCG CTA CCACGGA T TCACT-CCT  [TTTTA--] 

Dt                                        GCTCGTAGTT GGGTCCG AGGAGACGA - CTGATGG C GTGC -TATAG- GTAT CGT CCGTCTT - TCAAT-CCT  [GATTA--] 

Para                                      GCTCGTCGTT GAATCTC TGGCAATTG - CCTACGG A CACC -TCTAT- GGTG ATA CCGTAGG A AAGTG-CCT  [TTTTG--] 

Eg                                        GCTCGTCGTT GGACATC AGGAGATGG - ATCGTGG A CAAC -CTAGA- GTTG CTA CTACGGT T TCACT-CCT  [TTTTTA-] 

Pseudo                                    GCTCGTAATT GGGTCCG AGGAGACGA - TTGGCGG C TTGC -TTTAT- GTTT TGT CCGCCTT - TCAAT-CCT  [GATTA--] 

Pt                                        GCTCGTCGTT GGACATC AGGAAATGG - TCCGTGG A CGGC -CTAGA- GTCG CTA CCACGGA T TCACT-CCT  [TTTTA--] 

Pl                                        GCTCGTCGTT GGACATC AGGAAATGG - TCCGTGG A CGGC -CTAGA- GTCG CTA CCACGGA T TCACT-CCT  [TTTTA--] 

Illi                                      GCTCGTAGTT GGGTCCG AGGAGACGA - CTGACGG C GTAC -TATAT- GTAT CGT CCGTCTT - TCAAT-CCT  [GATTA--] 

Km                                        GCTCGTAGTT GGGTCTG AGGAGACGA - CTGGCGG C TTGC -TTTAT- GTAT TGT CCGCCTT - TCAAT-CCT  [GATTA--] 

Et                                        GCTCGTCGTT GGACATC AGGAGATGG - ATCGTGG A CAAC -CTAGA- GTTG CTA CTACGGT T TCACT-CCT  [TTTTTA-] 

Gb                                        GCTCGTCGTT GGACATC AGGAAATGG - GCCGTAG A CAAC -CAAGT- GTTG GTA CTACGGT T TCGTT-CCT  [AATTAAA] 

Ta                                        GCTCGTCGTT GAATCTC TGGCAATTG - CCTACGG A CACC -TTTAT- GGTG ATA CCGTAGG A AAGTG-CCT  [-TTTG--] 

Al                                        GCTCGTCGTT GGACATC AGGAAGAAC - TCTGTGG A CGAT -CGAGT- ATCG TTT CTGTGGA T GTATT-CCT  [TTATA--] 

Ad                                        GCTCGTCGTT GGACATC AGGAAGAAC - TCTGCAG A CGAT -CGAGT- ATCG TTT CTGTGGA T GTATT-CCT  [TTATA--] 

Ap                                        GCTCGTCGTT GGACATC AGGATGAAC - TCCTCGG A CGAT -CGAGT- ATCG TTT CCGTGGA G CTAAT-CCT  [TTATA--] 

Rsp                                       GCTCGTCGTT GAATCTC TGGCAATTG - CCTACGG A CACT -TTTAT- AGTG CTA CCGTAGG A AAGTG-CCT  [TTTTG--] 

Fb                                        GCTCGTCGTT GGACATC AGGAAAAAC - TCTGCAG A CGAT -CGAGT- ATCG TTT CTGTGGA T GTATT-CCT  [TTATA--] 

Kp                                        GCTCGTAGTT GGGTCTG AGGAGACGA - TTGGCGG C TTGC -TTTAT- GTAT TGT CCGCCTT - TCAAT-CCT  [GATTA--] 

Pb                                        GCTCGTAGTT GGGTCTG AGGAGACGA - TTGGCGG C TTAC -TTTAT- GTAT TGT CCGCCTT - TCAAT-CCT  [GATTA--] 

Lt                                        GCTCGTAGTT GGGTCTG AGGAGGCGA - TTGGCGG C TTAC -TTTAT- GTAT TGT CCGCCTT - TCAAT-CCT  [GATTA--] 

Fr                                        GCTCGTCGTT GGACATC AGGAAAAAC - TCCACAG A CGAT -CGANT- ATCG TTT CTGTGGA G CTATT-CCT  [TTATA--] 

Bra                                       GCTCGTCGTT GAATGTC TGGTAATTG - TTTGCGG A CACT AAAAATT AGTG CTA CCGCAGA A AAGGG-CCT  [TTTTG--] 

[18S Block 8]

[                                          E23-4                                                                                                                                                                                     **        *   ***       ]

[                                          ((((((( ] 

OG.Cory                                    TGCTTGT 

OG.Id                                      CGCTTGA 

OG.Sh                                      TGCCTGA 

Ss                                         CGCTTGT 

Rp                                         TGCCAGT 

Rl                                         TGCCAGT 

Dt                                         TGTTATG 

Para                                       TATCTAT 

Eg                                         TGCCAGT 

Pseudo                                     TGCTATG 

Pt                                         TGCCAGT 

Pl                                         TGCCAGT 
Illi                                       TGTTATG 

Km                                         TGCTATA 
Et                                         TGCCAGT 
Gb                                         CGCTTGT 
Ta                                         TATCTAT 
Al                                         CACCTTT 
Ad                                         CACCTAT 
Ap                                         CACCAAA 
Rsp                                        TATCTAT 
Fb                                         CACCTTT 

Kp                                         TGCTATA 
Pb                                         TGCTATA 

Lt                                         CGCTATA 

Fr                                         CACCTAT 

Bra                                        AGTCTAT 

[18S Block 9]
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OG.Cory                                TGACTGTCG--ATGCAC TTCAGT-- GTGTGT-CA-CGGTAG AGGGCCA  CTG TCA CTTTGAGAAATT CA GT GT G CTCA  AC GC 

OG.Id                                  TGACCGTTG--ATGCAC TTCGGT-- GTGTGT-CA-CGGTGA AGGGCCA  CTG TCA CTTTGAGAAATT CA GT GT G CTCA  AT GC 

OG.Sh                                  CAGCCGTCG--ATGCAC TTCAGT-- GTGTGT-CA-CGGTAA AGGGCCA  CTG TCA CTTTGAGAAATT CA GT GT G CTCA  AC GC 

Ss                                     TGACTGATG--ATGCAC TTAACT-- GTGTGT-CA-CTTTAG AGGGCCA  CTG TCA CTTTGAGAAATT CA GT GT G CTCA  AC GC 
Rp                                     TCATCGTTG--ATGCAC TTTAGT-- GTGTGT-CG-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Rl                                     TCATCGTTG--ATGCAC TTTAGT-- GTGTGT-CG-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Dt                                     TCATGTTCGTTCTGCAC TTCATT-- GTGTGGGCGAATGTAA AGCAAGT  --- TTA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Para                                   TCGTCGTTG--ATGCAC TTAATT-- GTGTGT-CA-CGTTCG AGAGCCA  CGT TCA CTTTGGAGAAAT CA GT GT G CTCA  TA AC 
Eg                                     TCATCGATG--ATGTAC TTGAAT-- GTGTGT-CA-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Pseudo                                 TCGTGTTCGTTCTGCAC TTCATT-- GTGTGGGCGAATGTAA AGCGAGT  --- TCA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Pt                                     TCATCGTTG--ATGCAC TTTAGT-- GTGTGT-CG-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Pl                                     TCATCGTTG--ATGCAC TTTAGT-- GTGTGT-CG-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Illi                                   TCATGTTCGTTCTGCAC TTCATT-- GTGTGGGCGAATGTAA AGCAAGT  --- TTA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Km                                     TCATGTTCGTTCTGCAC TTGACT-- GTGTGGGCGAATGTAC AGCAAGT  --- TCA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Et                                     TCATCGATG--ATGTAC TTGAAT-- GTGTGT-CA-CGGTAG AAGGTCA  ATG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Gb                                     TGACTGATG--ATGCAC TTAACT-- GTGTGT-CA-CTTTAG AGGGCCA  CTG TCA CTTTGAGAAATT CA GT GT G CTCA  AC GC 
Ta                                     TCGTCGTAG--ATGCAC TTAATT-- GTGTGT-CA-CGTTCG AGAGCCA  CTT TCA CTTTGGAGAAAT CA GT GT G CTCA  TC AC 
Al                                     TCTCTGTCG---TGCAC TTTAAT-- GTGTGG--GACGGTAG ATGGTGA  TTG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC AC 
Ad                                     TCTCCGTCG---TGCAC TTTAAT-- GTGTGG--GGCGGTAG ATGGTGA  TTG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC AC 
Ap                                     TCTCTGTCG---TGCAC TTTAAT-- GTGTGG--GATGGTAG ATGGTGA  TTG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC GC 
Rsp                                    TCGTCGTTG--ATTCAC TTAATT-- GTGTGT-CA-CGTTCG AGAGCCA  CTT TCA CTTTGGAGAAAT CA GT GT G CTCA  TA AC 
Fb                                     TCTCCGTC---GTGACC TTTAATGT GTGTGTGGGACGGTAG ATGGCGA  TTG TCA CTTTGAGAAAAT TA GT GT G CTCA  AC AC 
Kp                                     TCATGTTCGTTCTGCAC TTGACT-- GTGTGGGCGAATGTAC AGCAAGT  T-- TCA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Pb                                     TCATGTTCGTTCTGCAC TTCATT-- GTGTGGGCGAATGTAC AGCAAGT  --- TCA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 
Lt                                     TCATGTTCGTTCTGCAC TTCATT-- GTGTGG-GC-GAATGT ACAGC-A  AGT TCA CTTTGAGAAAAT TA GC GT G CTTA  AT GC 

Fr                                     TCTCGACTGTCGTGCAC TTTAAT-- GTGTGG-GA-TGGTAG ATGGTGA  TTG TCA C-TTGAGAAAAT TA GT GT G CTCA  A- AC 

Bra                                    TCGTCG-----ATTCAC TTAATT-- GTGTGT-CA-CGTTCG AGAGCCA  CTT TCA CTTTGGAGAAAT CA GT GT G CTCA  TA AC 

[18S Block 10]
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OG.Cory                                   AGGC TTTAC GCTT GAA TA ATGC-TGCA---- TGGG   A   TGA   C  GAAAG AAG GCCTTGGCTCC GTTTC GTTGGTTTA C GAAAGC-AAAGGT  CATGATTAATC 

OG.Id                                     AGGC TTTAC GCTT GAA TA ATGC-TGCA---- TGGG   A   TGA   C  GAAAT ACG GCCTTTACTTC GTTTC GTTGGTTTA C GAACGC-AAAGGT  TATGATTAATC 

OG.Sh                                     AGGC TTTAC GCTT GAA TA ATGC-TGCA---- TGGG   A   TGA   C  GAAAC AAG GCCTTGGCTCC GTTTC GTTGGTTTA C GAAAGC-AAAGGT  CATGATTAATC 

Ss                                        AGGC TTTGT GCTT GAA TA ATGC-TGCA---- TAGG   A   TGA   C  GGAAA AAG GCTTCGGCTCC GTTTC GTTGGTTTT C GAAAGC-AGAGGT  CATGATTAATC 
Rp                                        AGGC TTTAT GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Rl                                        AGGC TTTAT GCTT GTA TA ATGC-TGCA---- TGGG   T   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Dt                                        GAGT CG-GT GCTT GTA TA ATGT-TGCA---- TGGA   A   TGA   T  AGAAT AGG ACCTCGGTTCT GTTT- GTTGGTTAT C GGAGGC-AGAGGT  AATGATTAATA 
Para                                      AGGC TT-AT GCCT GCA TA TAAC-TGCA---- TGGG   A   TGA   T  GAAAT TGG GCCTTTGACTC GTTTC GTTGGTTTC C GATTGC-AAAGGC  CATGATTAATC 
Eg                                        AGGC TTTAC GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Pseudo                                    GAGT TGAAT GCTT GCA TA ATGT-TGCA---- TGGA   A   TGA   T  AAAAT AGG ACCTCGGTTCT GTTT- GTTGGTTGT C AGAAGC-AGAGGT  AATGATTAATA 
Pt                                        AGGC TTTAT GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Pl                                        AGGC TTTAT GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Illi                                      GAGT CG-GT GCTT GTA TA ATGT-TGCA---- TGGA   A   TGA   T  AGAAT AGG ACCTCGGTTCT G-TTC GTTGGTTAT C GGAGGC-AGAGGT  AATGATTAATA 
Km                                        GAGT CGTGT GCTT GCA TA ATGT-TGCA---- TGGA   A   TGA   T  AAAAT AGG ACCTCGGTTCT GTTT- GTTGGTTGT C GGAAGC-AGAGGT  AATGATTAATA 
Et                                        AGGC TTTAC GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Gb                                        AGGC TTTGT GCTT GAA TA ATGC-TGCA---- TAGG   A   TGA   C  GGAAA AAG GCTTCGGCTCC GTTTC GTTGGTTTT C GAAAGC-AGAAGT  CATGATT-ATC 
Ta                                        AGGC TT-AT GCCT GCA TA TAAC-TGCA---- TGGG   A   TGA   T  GAAAT TGG GCCTTTGACTC GTTTC GTTGGTTTT C GATTGC-AGAGGC  CATGATTAATC 
Al                                        AGGC TTTGT GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGCTTA C GAAAGC-AGAGGT  CATGATTAATC 
Ad                                        AGGC TTTGC GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGCTTA C GAAAGC-AGAGGT  CATGATTAATC 
Ap                                        AGGC TT-AC GCTT GTA TA ATGA-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGGTTTA C GAAAGC-AGAGGT  CATGATTAATC 
Rsp                                       AGGC TT-AT GCCT GCA TA TAAC-TGCA---- TGGG   A   TGA   T  GAAAT TGG GCCTTTGACTC GTTTC GTTGGTTTT C GATTGC-AAAGGC  CATGATTAATC 
Fb                                        AGGC TGAAT GCTT GTA TA ATCG-TGCGTCAT TGGG   A   TGA   C  GGAAC AGG GCCTCGGTTCC GTTTC GTTGGCTTA C GAAAGC-AGAGGT  CATG-TTAATC 
Kp                                        GAGT CAGTG GCTT GCA TA ATGT-TGCA---- TGGA   A   TGA   T  AAAAT AGG ACCTCGGTTCT GTTT- GTTGGTTGT C GGAAGC-AGAGGT  AATGATTAATA 
Pb                                        GAGT TGAAT GCTT GTA TA ATGT-CGCA---- TGGA   A   TGA   T  AAAAT AGG ACCTCGGTTCT GTTT- GTTGGTTAT C GGAAGC-AGAGGT  AATGATTAATA 
Lt                                        GAGT TGAAT GCTT GTA TA ATGT-TGCA---- TGGA   A   TGA   T  AAAAT AGG ACCTCGGTTCT GTTT- GTTGGTTAT C GGAAGC-AGAGGT  AATGATTAATA 

Fr                                        AGGC TTTAC GCTT GTA TA ATGC-TGCA---- TGGG   A   TGA   C  GGAAT AGG GCCTCGGTTCC GTTTC GTTGCTTA- C GAAAGC-AGAGGT  CATGATTAATC 

Bra                                       AGGC TT-AT GCCT GTA TA TAAC-TGCA---- TGGG   A   TGA   T  GAAAT TGG GCCTTTGACTC GTTTC GTTGGTTTT C GATTGC-AAAGGT  TATGATTAATC 

[18S Block 11]

[                                                 H655                H673                        H673'                H722     H722'         H655'            H577'    ]

[mask                                      (((((((((..(((((((  ((((((((((( ( ...((( ...... )))......)))))))))))) .... (..(( .... )))  ))))))).))))).)))) ... )))...)))) ]

OG.Cory                                    GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
OG.Id                                      GGGACAGACGGGGGCATT  CGTATTGTGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG TACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
OG.Sh                                      GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA GCTGC GAAA GCA  TTTGCCAAGAATGTTTTC GTT AATCAAGAAC 
Ss                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCCGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AGTCAAGAAC 
Rp                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Rl                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  -TTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Dt                                         GGGACGGACGGGGGCATT  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Para                                       GGGACAGACGGGGGCATT  CGTATTGCGTC-G-ATAGAA GTGAAA TTCGGTGACCGACGTAAGACG AACA ATCGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Eg                                         GGGACAGACGGGGGCATT  CGTATTGCGAT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Pseudo                                     GGGACGGACGGGGGCATT  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Pt                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Pl                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Illi                                       GGGACGGACGGGGGCATT  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAGC 
Km                                         GGGACGGACGGGGGCATC  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Et                                         GGGACAGACGGGGGCATT  CGTATTGCGAT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG GACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Gb                                         GGGACAGACGGGGGCATT  CGTATTGCGGT-G-CTAGAA GTGAAA TTCCGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AGTCAAGAAC 
Ta                                         GGGACAGACGGGGGCATT  CGTACTGCGTC-G-ATAGAA GTGAAA TTCGATGACCGCCGTAAGACG AACA ATCGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Al                                         GGGACAGACGGGGGCATT  CGTATTGTGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Ad                                         GGGACAGACGGGGGCATT  CGTATTGTGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Ap                                         GGGACAGACGGGGGCATT  CGTATTGTGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Rsp                                        GGGACAGACGGGGGCATT  CGTATTGCGTC-G-ATAGAA G-GAAA TTCGG-GACCGACGTAAGACG AACG TTTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Fb                                         GGGACAGACGGGGGCATT  CGTATTGTGGTAG-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Kp                                         GGGACGGACGGGGGCATC  CGTATTGCGAT-GTATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA GCA  TTTGCCAACAATGTTTTC ATT AATCAAGAAC 
Pb                                         GGGACGGACGGGGGCATT  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 
Lt                                         GGGACGGACGGGGGCATT  CGTATTGCGAT-G-ATAGAG GTGAAA TTCTGTGACCATCGCTAGACG AACT ACTGC GAAA G-A  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 

Fr                                         GGGACAGACGGGGGCATT  CGTATTGTGGT-G-CTAGAA GTGAAA TTCTGTGACCATCGCAAGACG AACA ACTGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 

Bra                                        GGGACAGACGGGGGCATT  CGTATTGCGTC-G-ATAGAA GTGAAA TTCGGTGACCGACGTAAGACG AACA ATCGC GAAA GCA  TTTGCCAAGAATGTTTTC ATT AATCAAGAAC 

[18S Block 12]

[                                                      H769                       H769'                 H821        H829a            RAA               H829a'      H861   H570' H861'      H821' H575' H567' ]

[mask                                     .... ((((((...((...(((( ......... ))))...)))  ))))) .......... (((((( . (((..(((((((                     )))))))..))) ... (( ..  ))   )) ... )))....)))  )  )))  . ]

OG.Cory                                   GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCAGC C -GGCATTCGCCA [ACGCTTTATCT-----]  TGGCGAGCA-CC TCC GG GA  AA   CC AAA GTGATTTGGT  T  CCG  G

OG.Id                                     GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCAGC T GGGTATTCGCCA [AAGCTTTATCT-----]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTTATTTGGT  T  CCG  G

OG.Sh                                     GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCAAC T GGGCATTCGCCA [ACGCTTTATCT-----]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTTATTTGGT  T  CCG  G

Ss                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTGT GCCAGC T GGGCATTCGCCA [ACGCCTTATCT-----]  TGGCGAGCACTC TCC GG GA  AA   CC AAA GTGATCGGGT  T  CCG  G

Rp                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTGAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGCAATTTAGCA---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Rl                                        GAAA G-TAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGCAATTTAGCA---]  TGGCGAACACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Dt                                        GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCTTCTTCAGGCT]  TGGCGGGCACCC TGC GG GA  AA   CC AAA GTGAACAGGT  T  CCG  G

Para                                      GAAA GTTAGAGTATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACGAT GCCAAC C AGGGTTTCGTCA [CAGCTCAAATGCT---]  TGACGAGCACCC TCC GG GA  AA   CC TGA GTAATCGGGT  T  CCG  G

Eg                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC C GGGGATTCGCCA [ATGCAATATTGCT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Pseudo                                    GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATAGCTTTTCAAGGCT]  TGGCGGGCACCC TGC GG GA  AA   CC TAA GTTAACAGGT  T  CCG  G

Pt                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGCAATTTAGCT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Pl                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGCAATTTAGCT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Illi                                      GAAA GTTAGAGGTTCGAAGACG ATTAGATTC CGTCCTAGTTG-CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCTTCTTCAGGCT]  TGGCGGGCACCT TGC GG GA  AA   CC AAA GTGAACAGGT  T  CCG  G

Km                                        GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCTTTTTAAGGCT]  TGGCGGGCACCC TGC GG GA  AA   CC AAA GTGAACAGGT  T  CCG  G

Et                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC TGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC C GGGGATTCGCCA [ATGCAATATTGCT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Gb                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTGT GCCAGC T GGGCATTCGCCA [ACGCTTTATCT-----]  TGGCGAGCACTC TCC GG GA  AA   CC AAA GTGATCGGGT  T  CCG  G

Ta                                        GAAA GTTAGAGTATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACGAT GCCAAC C AGGGTTTCGTCA [CAGCTTAATGCT----]  TGACGAGCACCC TCC GG GA  AA   CC TGA GTAATCGGGT  T  CCG  G

Al                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGTCAACAAACT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Ad                                        GAAT GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGTCAACAAACT---]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Ap                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTTACAAACAAAAT--]  TGGCGAGCACCC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Rsp                                       GAAA GTTAGAGTATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACGAT GCCAAC C AGGGTTTCGTCA [TAGCTCACATGCT---]  TGACGAGCACCC TCC GG GA  AA   CC TGA GTAATCGGGT  T  CCG  G

Fb                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTTACTTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGTTCACAAACT---]  TGGCGAGCA-CC TCC GG GA  AA   CC AAA GTGATTGGGT  T  CCG  G

Kp                                        GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCTTTTCAAGGCT]  TGGCGGGCA-CC TGC GG GA  AA   CC AAA GTGAACAGGT  T  CCG  G

Pb                                        GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCCTTTCAAGGCT]  TGGCGGGCA-CC TGC GG -A  AA   CC AAA GTGAACAGGT  T  CCG  G

Lt                                        GAAA GTTAGAGGTTCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TATAAACTAT GCCAAC T GGGAATCCGCCG [ATTGCCTTTCAAGGCT]  TGGCGGGCACCC TGC GG GA  AA   CC AAA GTGAACAGGT  T  CCG  G

Fr                                        GAAA GTTAGAGGATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACTAT GCCGAC T GGGGATTCGCCA [GTGTTTACAAACT---]  TGGCGAGCACCC TCC GG GA  AA   CC AGA GTGATTGGGT  T  CCG  G

Bra                                       GAAA GTTAGAGTATCGAAGACG ATTAGATAC CGTCCTAGTT--CTAAC TGTAAACGAT GCCAAC C AGGGTTTTGTCA [TAGCTCATATGCT---]  TGACGAGCACCC TCC GG GA  AA   CC TGA GTAATCGGGT  T  CCG  G

[18S Block 13]

[                                            H885             H885'          H17'         H921           H939    H944            H960          H960'        ]

[mask                                     (((......(((( .... ))))....))) ... ))) .. (((((.(((((((..(( .. ((((( (((((((((((( .... (((( ........ )))) ........] 

OG.Cory                                   GGAGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
OG.Id                                     GGAGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CGCG AAAGCTTA
OG.Sh                                     GGAGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Ss                                        GGAGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Rp                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CGCG AAAGCTTA
Rl                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CGCG AAAGCTTA
Dt                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Para                                      GGGGAGTATGGTT GCAG AATCGAAACTT AAA GGA AT TGACGGAAGGGCAC-AC CA GGAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG ATAGCCGA
Eg                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Pseudo                                    GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Pt                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CGCG AAAGCTTA
Pl                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CGCG AAAGCTTA
Illi                                      GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Km                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Et                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Gb                                        GGAGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Ta                                        GGGGAGTATGGTT GCAG AATCGAAACTT AAA GGA AT TGACGGAAGGGCAC-AC CA GGAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG ATAGCCGA
Al                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Ad                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Ap                                        GGGGAGTATGGTT GCAA AATCGAAAGTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CGCG AAAGCTTA
Rsp                                       GGGGAGTATGGTT GCAG AATCGAAACTT AAA GGA AT TGACGGAAGGGCAC-AC CA GGAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG ATAGCCGA
Fb                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGCG--TGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Kp                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGACGCTGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Pb                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGA-CCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Lt                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GGAGT GGAGCCTGCGGC TCAA TTTG ACTCAACG CACG AAAGCTTA
Fr                                        GGGGAGTATGGTT GCAA AATCGAAACTT AAA GGA AT TGACGGAGGGGCAC-AC CA GAAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG AAAGCTTA
Bra                                       GGGGAGTATGGTT GCAG AATCGAAACTT AAA GGA AT TGACGGAAGGGCAC-AC CA GGAGT GGAGCCTGCGGC TTAA TTTG ACTCAACG CACG ATAGCCGA
[18S Block 14]

[                                          H984               H996                       H996'                 H1047             H1068 H1074    H1074'   H1086       H1086'   H1068'     ] 

[mask                                     ((((((( .... (((((........(((((( ......... ))))))......))))) ... ((.((((..((((((((( ... (((((( ((( .... )))  .. ((((  ...... )))) .. )))))) ....]

OG.Cory                                   CTCGGTC CGAA CACTGCGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
OG.Id                                     CTCGGTC CGAA CACTGCGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT TCGA TA ACGAAC GAGA
OG.Sh                                     CTCGGTC CGAA CACTGCGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Ss                                        CTCGGTC CGAA CACTGCGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Rp                                        CCCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Rl                                        CCCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Dt                                        CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Para                                      CTCGGTC CGAA CACTTGAAGGATTGACAGA -CTGAAAGC TCTTTCTTGATTTAGTG GGT AGCGGTGCATGGCCGTTC GTT GTTGGT GAA GTGA TTT  GT CTGG  TTAATT CCGA TA ACGAAC GAGA
Eg                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Pseudo                                    CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Pt                                        CCCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Pl                                        CCCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Illi                                      CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Km                                        CTCGGTC CGAA CACCATGAGGATTGACAGG -TTATCAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGACCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Et                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Gb                                        CTCGGTC CGAA C-CTGGGAGGA-TGACAGG -TTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT CAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Ta                                        CTCGGTC CGAA CACTTGAAGGATTGACAGA -CTGAAAGC TCTTTCTTGATTTAGTG GGT AGCGGTGCATGGCCGTTC GTT GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Al                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Ad                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGTGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Ap                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Rsp                                       CTCGGTC CGAA CACTTGAAGGATTGACAGA CTTGAAAGCTCTTT[T]CTTGATTTAGTGGGTGGCGGTGCATGGCCGTTC GTT GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Fb                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCCGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGA-- ---A
Kp                                        CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Pb                                        CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Lt                                        CTCGGTC CGAA CACCATGAGGATTGACAGG -TTGACAGC TCTTTCTTGATTTGGTG GGT GGTGGTGCATGGCCGTTC GTA GTTGGT GGA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Fr                                        CTCGGTC CGAA CACCGTGAGGATTGACAGG -TTGAAAGC TCTTTCTTGATCTGGTG GGT AGCGGTGCATGGCCGTTC GTA GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
Bra                                       CTCGGTC CGGA CACTTGAAGGATTGACAGA -CTGAAAGC TCTTTCTTGATTCAGTG GGT AGCGGTGCATGGCCGTTC GTT GTTGGT GAA GTGA TTT  GT CTGG  TTTATT CCGA TA ACGAAC GAGA
[18S Block 15] 

[                                         H1113    H1118a    H1118b     H1118c    RAA        H1118c'   RAA     H1118b'  H1118a' ]

[mask                                     (((( .. (((.(((( .. (((  ...  (((((                 )))))              ))) .. )))))))  ]

OG.Cory                                   CTCT AG CCCACTAA TT AGC  GTA  GTGAT [TGCGT--------] ATCGC [TGCGAT----] GCT TC TTAGAGG 

OG.Id                                     CTCT AG CCCACTAA TT AGC  GTG  GTAAT [TGAGC--------] GTTAC [CACGAC----] GCT TC TTAGAGG 

OG.Sh                                     CTCT AG CCTACTAA TT AGC  GTG  ACGAT [TTTGT--------] GTCGT [CACTAT----] GCT TC TTAGAGG 

Ss                                        CTCT AG CCCATTAA TT AGC  GTG  GCGAT [TCTGT--------] GTCGT [CATTGT----] GCT TC TTAGAGG 

Rp                                        CTCT AG CCTACTAA TT AGC  GTA  GCGAT [TGTTC--------] GTCGT [TACAAT----] GCT TC TTAGAGG 

Rl                                        CTCT AG CCTACTAA TT AGC  GTA  GCGAT [TGTTC--------] GTCGT [TACAAT----] GCT TC TTAGAGG 

Dt                                        CTCT AG CCTATTAA TT AGA  GTG  GTGAT [ACACTCAT-----] GTCAC [TGCTGTT---] ACT TC TTAGAGG 

Para                                      CTCT GG CCTATTAA CT AGC  ATA  ACGTT [CTTTATAC-----] GTTAT [TGTTTT----] GCT TC TTAAAGG 

Eg                                        CTCT AG CCTACTAA TT AGC  GTG  ATGAT [TGATC--------] GTCAT [TACAAAT---] GCT TC TTAGAGG 

Pseudo                                    CTCT AG CCTATTAA TT AGA  GTG  GTGAT [ACACTCGT-----] GTCAC [TGTTTTT---] ACT TC TTAGAGG 

Pt                                        CTCT AG CCTACTAA TT AGC  GTA  GCGAT [TGTTC--------] GTCGT [TACAAT----] GCT TC TTAGAGG 

Pl                                        CTCT AG CCTACTAA TT AGC  GTA  GCGAT [TGTTC--------] GTCGT [TACAAT----] GCT TC TTAGAGG 

Illi                                      CTCT AG CCTATTAA TT AGA  GTG  GTGAT [ACACTCAT-----] GTCAC [TGCTTTT---] ACT TC TTAGAGG 

Km                                        CTCT AG CCTATTAA TT AGA  GTG  ATGAT [TCAATTGT-----] GTCAT [CTCTATT---] GCT TC TTAGAGG 

Et                                        CTCT AG CCTACTAA TT AGC  GTG  ATGAT [TGATC--------] GTCAT [TACAAAT---] GCT TC TTAGAGG 

Gb                                        CTCT AG CCCATTAA TT AGC  G-G  GCGAT [CATT---------] GTCCC [ATTGT-----] GCT TC TTAGAGG 

Ta                                        CTCT GG CCTATTAA CT AGC  GTA  ACGTT [TATTTGTAC----] GTTAT [TGTTTG----] GCT TC TTAAAGG 

Al                                        CTCT GG CCTACTAA TT AGC  GTA  GTGAT [CTCAT--------] GTCGC [TATAAT----] GCT TC TTAGAGG 

Ad                                        CTCT AG CCTACTAA TT AGC  GTA  GTGAT [CTCAT--------] GTCGC [TATAAT----] GCT TC TTAGAGG 

Ap                                        CTCT AG CCTACTAA TT AGC  GTA  GCGAT [TGATC--------] GTCGT [TACAAT----] GCT TC TTAGAGG 

Rsp                                       CTCT GG CCTATTAA CT AGC  GTA  ACGTT [TTTTTAC------] GTTAT [TAATTT----] GCT TC TTAAAGG 

Fb                                        CTCT AG CCTACTAA TT AG-  GTA  TTGAT [CTCTT--------] GTCAA [TACAAT----] GCT TC TTAGA-G 

Kp                                        CTCT AG CCTATTAA TT AGA  GTG  ATGAT [TCATATGT-----] GTCGT [CACTATT---] GCT TC TTAGAGG 

Pb                                        CTCT AG CCTATTAA TT AGA  GTG  GTGAT [ACACTCGTGTGC-] ATTGC [TGTT------] ACT TC TTAGAGG 

Lt                                        CTCT AG CCTATTAA TT AGA  GTG  GTGAT [ACACTCGTGTC--] ATTGC [TGTT------] ACT TC TTAGAGG 

Fr                                        CTCT AG CCTACTAA TT AGC  GTA  TTGAT [CTTGT--------] GTCAA [TACAAT----] GCT TC TTAGAGG 

Bra                                       CTCT GG CCTATTAA CT AGC  GTA  ACGTT [TTCTAC-------] GTTAT [TAATTG----] GCT TC TTAAAGG 

[18S Block 16]

[                                             H1158             H1158'      H1113'         H1047'                H984'          H944'         ]

[mask                                     .. ((((((((  .....  )))))))) .... )))) ... )))).)))...).))))))) ..... ))))))) ... )).)))))))))) ... ]

OG.Cory                                   GA CAGGTGCT -GCTTA- AGCACACG AAGT TGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
OG.Id                                     GA CAGGTGCT -GTTGA- AGCACACG AAGT TGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
OG.Sh                                     GA CAGGTGCT -GCTTA- AGCACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Ss                                        GA CAGGTGCT -GCTTA- AGCACACG AAGC TGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Rp                                        GA CAGGTGTT -GCTTA- AGCGCACG AAGT AGAG CAA CAACAGGTCTGTGGTGCCCT CAGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Rl                                        GA CAGGTGTT -GCTTA- AGCACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT CAGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Dt                                        GA CAGGTGTT -GCATA- GACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Para                                      GA CAAGTGCT -TTCGA- GGCGCGCG AAAA AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG ACT GCACGCGCGCTAC AAT
Eg                                        GA CAGGTGTT -GCTTA- AACACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Pseudo                                    GA CAGGTGTT -GCATA- GACACACG AAAT AGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Pt                                        GA CAGGTGTT -GCTTA- AGCACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT CAGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Pl                                        GA CAGGTGTT -GCTTA- AGCACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT CAGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Illi                                      GA CAGGTGTT -GCATA- GACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Km                                        GA CAGGTGTT -GCATA- GACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Et                                        GA CAGGTGTT -GCTTA- AACACACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Gb                                        GA CAGGTGCT -GCTTA- AGCACACG AAGC TGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Ta                                        GA CAAGTGTC -TTCCA- GACACGCG AAAA AGAG CAA TAACAGGTCTGTGATGCCCT TCGAA GTTCGAG GCT GCACGCGCGCTAC AAT
Al                                        GA CAGGCGCA ATGAAA- GGCGCACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Ad                                        GA CAGGCGCA ATGAAA- GGCGCACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Ap                                        GA CAGGCGCG AATTTAA GGCGCACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Rsp                                       GA CAAGTGCT -TTCGA- AGCACGCG AAAA AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Fb                                        GA CAGGCGCA ATGAAA- GGCGCAC- AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT
Kp                                        GA CAGGTGTT CGATAG- TACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Pb                                        GA CAGGTGTT -GCATA- GACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Lt                                        GA CAGGTGTT -GCATA- GACACACG AAGT GGAG CAA TAACAGGTCTGTGATGCCCT TAGAT GTTCGAG GCC GCACGCGCGCTAC AAT
Fr                                        GA CAGACGCA ATGAAA- GGCGCACG AAGT AGAG CAA TAACAGGTCTGTGATGCCCT TCGGT GTTCGAG GCT GCACGCGCGCTAC AAT
Bra                                       GA CAAGTGCT -TTCGA- AGCACGCG AAAA AGAG CAA TAACAGGTCTGTGATGCCCT TCGAT GTTCGAG GCT GCACGCGCGCTAC AAT 

[18S Block 17]

[                                         H1241ab       H1241c RAA      H1241d        H1241d'      H1241c'     H1241ab'            H1303                  H1303'         H939' ]

[mask                                     ((((((( .....  (((           (((.(((( .... )))).))) ..... ))) ..... )))))))   ...... (...(((((((( ........ ))))))))...) ..... )))))  ]

OG.Cory                                   GGAGGGC GCAGAC GCG [CACT---] ACGCTTCC TGCG AAGGATGC GGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGGGAT TGAAATTA TTCCTCGTGAAC GAGGA ATTCC
OG.Id                                     GGAGGGT GCAAA- GCG [CACT---] ACGCCTCT TGTG AAGGATGC GGAAC CGT GAATA GCCT-TC   ATGACT GGGATCGGGGGT TGAAATTT TTCCTCGTGAAC GAGGA ATTCC
OG.Sh                                     GGAGGGC ACAAA- GCG [CACT---] ACGCTTCC TGTA AAGGATGC GGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGGGGT TGAAATTT TTCCTCGTGAAC GAGGA ATTCC
Ss                                        GGAGGGT ACAGA- GCG [CACAAC-] GCTTCCCG GC-- AGGGACGC GGAAC CGA AAATG CCCT-TC   GTGACT GGGATCGGGGAT TGAAATTG TTTCTCGTGAAC GAGGA ATTCC
Rp                                        GGAGGGC ACAAA- GCG [CACTAC-] GCATGTCG GA-- AGATATGC GGAAT CGT AAATA GCCT-TC   GTGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Rl                                        GGAGGGC ACGAA- GCG [CACTAC-] GCATGTCG GA-- AGATATGC GGAAT CGT AAATA GCCT-TC   GTGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Dt                                        GTCAGAA TCAAA- GAG [TTC----] CCGGTTCG AT-- AGAATCGG GAAAT CTG AAATA GCTT-TC   ATGATT GGGATCGGAGAT TGTAATTA TTTTTCGTGAAA GAGGA ATTCC
Para                                      GGAGAGC CTAGA- GCG [TACTAT-] GCGTTTTG AT-- AAAGATGC AGAAC CGT GAGTG GCCT-CC   GTTATT GGGATCGGAGCT TGAAATTA TTCCTCGTCAAC GAGGA ATTTC
Eg                                        GGAGGGC GCAAA- GCG [CATCTAC] GCATTTTG AA-- AAGGATGC GGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Pseudo                                    GTCAGAA TCAGA- GAG [TTC----] CCGACTCG AA-- AGAGTTGG GAAAT CTG AAATA GCTT-TC   ATGATT GGGATCGGAGAT TGTAATTA TTCTTCGTGAAC GAGGA ATTCC
Pt                                        GGAGGGC ACAAA- GCG [CACTAC-] GCATGTCG GA-- AGATATGC GGAAT CGT AAATA GCCT-TC   GTGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Pl                                        GGAGGGC ACAAA- GCG [CACTAC-] GCATGTCG GA-- AGATATGC GGAAT CGT AAATA GCCT-TC   GTGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Illi                                      GTCAGAA TCAGA- GAG [TTC----] CCGGTTCG AT-- AGAATCGG GAAAT CTG AAATA GCTT-TC   ATGATT GGGATCGGAGAT TGTAATTA TTTTTCGTGAAA AAGGA ATTCC
Km                                        GTCAGAA TCAGA- GAG [TTC----] CCGGATTG AA-- AGAATCGG GAAAT CTG AAATA GCTT-TC   ATGCTT GGGATCGGAGAT TGTAATTA TTCTTCGTGAAA GAGGA ATTCC
Et                                        GGAGGGC GCAAA- GCG [CACTAC-] GCATTTTG AA-- AAGGATGC GGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Gb                                        GGAGGGT ACAGA- GCG [CACAAC-] GCTTCCCG AC-- AGGGACGC GGAAC CGA AAATG CCCT-TC   GTGACT GGGATCGGGGAT TGAAATTT TTTCTCGTGAAC GAGGA ATTCC
Ta                                        GGAGAGC CTAGA- GCG [TACTAT-] GCGTTTTG AT-- AAAAATGC AGAAC CGT GAGCG GCCT-CC   GTTATT GGGATCGGAGCT TGAAATTA TTCTTCGTCAAC GAGGA ATTTC
Al                                        GGAGGGC GCAAA- GCG [CATGTT-] GCCTCTTG AAAG AGAGTTGC AGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Ad                                        GGAGGGC GCAAA- GCG [CATGTT-] GCCTCTTG AAAG AGAGTTGC AGAAT CGT AAATA GCCC-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Ap                                        GGAGGGC GCAAA- GAG [CACTTT-] GCATCTCG AAAG AGATTTGC AGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Rsp                                       GGAGAGC CTAGA- GCG [TACTAT-] GCGTTTTG AT-- AAAAATGC AGAAC CGT GAGAG GCCT-CC   GTTATT GGGATCGGAGCC TGAAATTA TTCCTCGTCAAC GAGGA ATTTC
Fb                                        GGAGGGC ACAAA- GCG [CATGTT-] GCCTTTCG AAAG AGAGTTGC AGAAT CGT GAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC
Kp                                        GCTCAGA ACTCA- GAG [AGTTC--] CCGGCTTG AA-- AAAGTCGG GAATC TGA AAATA GCTT-TC   ATGCTT GGGATCGGAGAT TGTAATTA TTCTTCGTGAAA GAGGA ATTCC
Pb                                        GTCAGAA TCAGA- GAG [TTCC---] CGGCATCT TGAA AGAGTCGG GAAAT CTG AAATA GCTT-TC   ATGATT GGGATCGGAGAT TGTAATTA TTCTTCGTGAAC GAGGA ATTCC
Lt                                        GTCAGAA TCAGA- GAG [TTC----] CCGGCTCG AA-- AGAGTCGG GAAAT CTG AAATA GCTT-TC   ATGATT GGGATCGGAGAT TGTAATTA TTCTTCGTGAAC GAGGA ATTCC 

Fr                                        GGTGGGC GCAAA- GCG [CATGTT-] GCCTCTCG AAAG AGAGTTGC AGAAT CGT AAATA GCCT-TC   ATGACT GGGATCGGAGAT TGAAATTA TTCTTCGTGAAC GAGGA ATTCC 

Bra                                       GGAGAGC CTAGA- GCG [TACCAT-] GCGTTTTG AT-- AAAAATGC AGAAC CGT GAGAG GCCT-CC   GTTACT GGGATCGGAGCT T------- ------------ ----- ----- 

[18S Block 18]

[                                                H1350            H1350'               H921'                              H1399                                   REC             RAA              REC'                             H1399'                         ]

[mask                                     ..... ((.(((((( ....... )))))))) ...... .................. .. (.((.((.(.(((((..(..(((((  (((((((((..((((((( ...                                                       ... )))))))..) )))))))))))))..).)))))..).))..))..) ]

OG.Cory                                   TAGTA AG-CGCGAT TCATTAC CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGA-TGAA--TGGTTTGGTGAGGTCTGC GGA [TAGGTGTCGCTGGC----] [TCTC--] [---GCCCTGTTGTACTTCCTA] GAA GCTGACCGAG-CTTAGGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

OG.Id                                     TAGTA AG-CGCGAT TCATTAC CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGA-TGAA--TGGTTTGGTGAGATCTGT GGA [TAGGTGTCACTGGGCT--] [TCAA--] [--GGCCCTGTTGTTCTACCTA] GAA GCTGATCGAG-CTTAGGCATTTAGAGGAAGTAAAAGTCGTAACAAG 

OG.Sh                                     TAGTA AG-CGCGAT TCATTAC CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGA-TGAA--TGGTTTGGTGAGGTCTGC GGA [TAGGTGTCGCCGGGCT--] [TAAA--] [--GGCCCTGTTGTACTTCCTA] GAA GCTGACCGAG-CTTAGGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Ss                                        TAGTA AG-CGCGGG TCATTAT CTCGTGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGA-TGAA--TGGTTTGGTGAGGTCTGC GGA [TAGGTGTCGCTGGGGCT-] [TCGGCT] [----ACCGGTTGCACTTCCTT] AAA GTTGATCGGA-CTTAAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Rp                                        TAGTA AG-CGCGAG TCATTAT CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACCGGGCT--] [AACC--] [---ACCCTGTTGATCTACCTA] GAA GCTGCCCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Rl                                        TAGTA AG-CGCGAG TCATTAT CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACCGGGCT--] [AACC--] [---ACCCTGTTGATCTACCTA] GAA GCTGCCCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Dt                                        -AGTA AA-CGCGAA TCATCAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGATCTGT GGA [TAGGCGGCAACGGTG---] [GTAAAA] [---CACTCGTTGCGTGCTCTA] GAA GCTGACCGAA-CTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Para                                      TAGTA AG-CACGAG TCATTAC CTCGTGCT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATCGAA--CGGTTCGATGAGGTCTTT TGA [CTGTCGTGACGTGAGT--] [TTGC--] [--GCTTACGTTGCAATTTATG] AAA GCTGATCAAG-TTGGACCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Eg                                        TAGTA AG-CGCGAA TCATTAC CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACTGGG----] [TTAACC] [---CCCTGTTGTACTTACCTA] GAA GCTGACCAAG-CTTAAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Pseudo                                    TAGTA AA-CGCGAA TCATTAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGGTCTGT GGA [TAGGCGGCATGGGTAC--] [GAGA--] [-GTTCCCATTGCATTGCTCTA] AAA GCTGACCGAA-CTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Pt                                        TAGTA AG-CGCGAG TCATTAT CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACCGGGCT--] [AACC--] [---ACCCTGTTGATCTACCTA] GAA GCTGCCCAAG-CTTGAGCGTTTAGAGG------------------- 

Pl                                        TAGTA AG-CGCGAG TCATTAT CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACGGGGCT--] [AACC--] [---ACCCTGTTGATCTACCTA] GAA GCTGCCCAAG-CTTGAGCGTTTAGAGG------------------- 

Illi                                      TAGTA AA-CGCGAA TCATCAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGATCTGT GGA [TAGGCGGCATCGGTGGT-] [AAAAC-] [----ACTCGTTGCGTGCTCTA] GAA GCTGACCGAA-CTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Km                                        TAGTA AA-CGCGAA TCATCAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGGTCTGT GGA [TAGACGGCATTGACACG-] [CAAG--] [--TGTCCGTTGCATTGAGCTA] AAA GCTGACCGAACCTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Et                                        TAGTA AG-CGCGAA TCATTAC CTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGTCACTGGG----] [TTAACC] [---CCCTGTTGTACTTACCTA] GAA GCTGACCAAG-CTTAAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Gb                                        TAGTA AG-CGCGGG TCATTAT CTCGTGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGA-TGAA--TGATTTGGTGAGGTCTGC GGA [TAGGTGTCGCTGGGGT--] [TTCG--] [-GCTACCGGTTGCACTTCCTT] AAA GTTGATCGGA-CTTAAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Ta                                        TAGTA AG-CACGAG TCATTAC CTCGTGCT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATCGAA--CGGTTCGATGAGGTCTTT TGA [CTGTCGTAACGTGACT--] [TCGG--] [---ATCACGTTGCAATTTATG] AAA GCTGATCAAG-TTGGACCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Al                                        TAGTA AG-CGCGAA TCATTAC TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGCAGTGGGGCC--] [ACAA--] [----ACCCTATTGATTACCTA] AAA GCTGACCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Ad                                        TAGTA AG-CGCGAA TCATTAC TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGCAGTGGGGCT--] [ACAA--] [----ACCCTACTGATTACCTA] AAA GCTGACCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Ap                                        TAGTA AG-CGCGAA TCATTAC TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGCGATGCATGGC-] [GAAA--] [---GCTGTGTTGTAGCGCCTA] GAA GCTGACCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Rsp                                       TAGTA AG-CACGAG TCATTAC CTCGTGCT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATCGAA--CGGTTCGATGAGGTCTTT TGA [CTGTCGTAACGTGGGT--] [GTTTC-] [--ACTTACGTTGCAATTTATG] AAA GCTGATCAAG-TTGGACCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Fb                                        TAGTA AG-CGC-AA TCATTAC TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTGCAGTTGGGT---] [CAA---] [----ACCCTACTGATTACCTA] GAA GCTGACCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Kp                                        TAGTA AA-CGCGAA TCATCAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAACCTGGCTTAGTGAGGTCTGT GGA [TAGACGGCATTGACACG-] [CAAG--] [--TGTCCGTTGCATTGAGCTA] AAA GCTGACCGAACCTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Pb                                        TAGTA AA-CGCGAA TCATTAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGGTCTGT GGA [TAGACGGCATGGGTGC--] [GAAA--] [-GTACCCGTTGCATTGCTCTA] AAA GCTGACCGAA-CTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Lt                                        TAGTA AA-CGCGAA TCATTAT TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGGCTTAGTGAGGTCTGT GGA [TAGACGGCATGGGTGC--] [GCAA--] [-GTACCCGTTGCATTGCTCTA] AAA GCTGACCGAA-CTTAACCATTTAGAGGAAGTAAAAGTCGTAACAAG 

Fr                                        TAGTA AG-CGCGAA TCATTAC TTCGCGTT GATTAA GTCCCTGCCCTTTGTACA CA CCGCCCGTCGCTACTACCGATTGAA--TGATTTGGTGAGGTCTGT GGA [TAGGTACCGTTGGGC---] [CCCAA-] [----ACCCAACTGAGTACCTA] GAA GCTGACCAAG-CTTGAGCGTTTAGAGGAAGTAAAAGTCGTAACAAG 

Bra                                       ----- --------- ------- -------- ------ ------------------ -- --------------------------------------------- --- [------------------] [------] [---------------------] --- ---------------------------------------------- 

